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Nocardia seriolae BCRC13745 &
Photobacterium damselae subsp. damselae BCRC12906 ATCC33539 ) ,
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. o~
Pseudomonas aeruginosa BCRC10944 ATCC10145 ()]
Pseudomonas anguilliseptica ATCC33660
Staphylococcus epidermidis BCRC11030  ATCC12228 '\_ )
Streptococcus iniae BCRC14744 ATCC29178 . ',
Vibrio alginolyticus BCRC12829 ATCC17749
Vibrio harveyi BCRC12907 ATCC14126
Vibrio parahaemolyticus BCRC12865 ATCC27969 k‘
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Vibrio salmonicida BCRC12844 ATCC43839 ()1
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Vibrio vulnificus TG617 f\;
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FWO01 | Plesiomonas shigelloides — FW16  Plesiomonas shigelloides —
FW02 Plesiomonas shigelloides — FW17 Plesiomonas shigelloides —
FW03  Citrobacter freundii — FW18 Plesiomonas shigelloides —
FWo04 Plesiomonas shigelloides — FW19 Plesiomonas shigelloides —
FWO05 | Citrobacter youngae — FW20 Citrobacter sp. —
FWO06  Citrobacter freundii — FW21  Citrobacter freundii —
FWO07  Aeromonas sobria — FwW22 Plesiomonas shigelloides —
FWo08 Plesiomonas shigelloides — FW23 Citrobacter freundii —
FW09 Plesiomonas shigelloides — FwW24 Moraxella sp. —
FW10 Plesiomonas shigelloides — FW25  Aeromonas culcicola —
FW11  Citrobacter sp. — FW26  Plesiomonas shigelloides —
FW12 Plesiomonas shigelloides — Fw27 Citrobacter freundii —
FW13  Aeromonas hydrophila — FW28 Citrobacter freundii —
FW14 Plesiomonas shigelloides — FW29  Aeromonas hydrophila —
FW15  Citrobacter freundii — FW30 | Flavobacterium succinicans —
SWO01  Vibrio alginolyticus + SW16  Tenacibaculum sp. —
SW02 Gamma proteobacterium — SW17 Bacillus cereus —
SW03  Alteromonas sp. — SW18  Vibrio parahaemoluticus aF
SW04 Rhodobacteraceae bacterium = SW19  Vibrio fortis =
SWO05  Sulfutobacter sp. — SW20 Roseobacter gallaeciensis —
SWO06 Pseudoalteromonas sp. — SW21 | Alteromonas sp. —
SWO07  Vibrio parahaemolyticus — SW22 | Vibrio harveyi —
SWO08  Vibrio alginolyticus + SW23  Vibrio alginolyticus +
SW09 Pseudomonas sp. — SW24  Vibrio fluvialis —
SW10  Vibrio sp. — SW25  Bacillus subtilis —
SW11 Pseudoalteromonas sp. — SW26 Sulfitobacter sp. —
SW12 Maribacter dokdonensis — SW27 | Vibrio alginolyticus +
SW13  Sulfitobacter sp. — SW28 Pseudoalteromonas sp. —
SW14  Vibrio harveyi — SW29 Rhodobacteraceae bacterium —
SW15  Vibrio alginolyticus 4 SW30  Vibrio parahaemolyticus —




