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RSl tiger pufferfish Takifugu rubripes 2002
HE DLl greenspotted pufferfish Tetraodon nigroviridis 2004
LIBT3 elephant fish Callorhinchus milii 2007
Ak medaka Oryzias latipes 2007
PANTicpES Atlantic cod Gadus morhua 2011
=Hifa three-spined stickleback Gasterosteus aculeatus 2012
J\Hf& lamprey Petromyzon marinus 2013
e f, coelacanth Latimeria chalumnae 2013
TEHE TR platyfish Xiphophorus maculatus 2013
HBE S FR Northern pike Esox lucius 2014
Fa 2 electric eel Electrophorus electricus 2014
DrEheefE spotted gar Lepisosteus oculatus 2014
KERA yellow croaker Larimichthys crocea 2014
T fid rainbow trout Oncorhynchus mykiss 2014
s IR R turquoise killifish Nothobranchius furzeri 2015
RPaEEfEE Atlantic salmon Salmo salar 2016
fissh channel catfish Ictalurus punctatus 2016
fiiien whale shark Rhincodon typus 2017
B £ zebrafish Danio rerio 2017
FEIEAIRA clearhead icefish Protosalanx hyalocranius 2017
g Northern snakehead Channa argus 2017
RS R S Antarctic dragonfish Parachaenichthys charcoti 2017
FRBEE
Vi3 water flea Daphnia pulex 2007
BRI cherry freshwater shrimp  Neocaridina denticulata 2014
RIS marbled crayfish Procambarus virginalis 2018
RN Pacific oyster Crassostrea gigas 2012
SEAET IR owl limpet Lottia gigantea 2013

47





