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Table 1  Sampling list of the Anguilla species (excluding Japanese eel)

Sampling date  Location ~ Sample size ~ A. marmorata A. bicolor pacifica A. luzonensis  A. celebesensis
Nov, 2009 Yilan 63 41 22 0 0
Dec, 2009 Miaoli 31 28 3 0 0
Jan, 2010 Yilan 81 81 0 0 0
Dec, 2010 Yilan 122 120 0 1 1
Jan, 2011 Changhua 10 9 0 1 0
Feb, 2011 Changhua 16 13 3 0 0
Jul, 2011 Yilan 82 81 1 0 0
Nov, 2011 Yilan 92 56 33 3 0
Dec, 2011 Yilan 95 16 78 1 0
Jan, 2012 Yilan 87 61 25 1 0
Feb, 2012 Yilan 77 28 49 0 0
Mar, 2012 Yilan 46 37 8 1 0

Total 802 571 222 8 1

Yilan: Lanyang River; Miaoli: Sihu River; Changhua: west coast
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Fig. 1 Neighbor-joining tree of the different Anguilla
species (AC1: A. celebesensis in Taiwan, AC2: A.
celebesensis (NCBI accession No. AP007239), AM: A.
marmorata, AB: A. bicolor pacifica, A): A. japonica, AL:
A. luzonensis) based on mitochondrial DNA for 16S
ribosomal RNA partial sequences.
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Table 2 Divergent sites of aligned mitochondrial DNA for 16S ribosomal RNA partial sequences (length: 825 bp) of

the different Anguilla species
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Identification of the Elver, Anguilla celebesensis from the
Surrounding Waters of Taiwan

Ke-Chuan Chang*, Ying-Sheng Huang"" and Fu-Guang Liu?
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ABSTRACT

The PCR analysis of the mitochondrial 16S ribosomal RNA partial sequence was used to identify the eel
species in the surrounding waters of Taiwan. In total, 802 elvers were sampled from December 2009 to March
2012, and the 16S rRNA sequence data for these samples was compared to the NCBI database. The results
showed 4 species, among which giant mottled eel, Anguilla marmorata were most abundant, followed by Indian
short-finned eel, A. bicolor pacifica and Luzon mottled eel, A. luzonensis. Only one sample was identified as an
Indonesian mottled eel, A. celebesensis. This occurrence of an Indonesian mottled eel in the surrounding waters
of Taiwan is the first record identified by 16S rRNA sequencing.
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