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Aeromonas hydrophila (13) ATCC7966 0 0 0
A. salmonicida (1) MT423 0 0 1(Bu)®
A. sobria (1) ATCC43979 0 0 0
Edwardsiella tarda (16) ATCC15947 0 0 0
Enterococcus faecalis (1) ATCC19433 1(Bk) 1(Bk) 1(Bu)
E. faecium (2) ATCC19434 2(W) 2(Bk) 2(Bu)
Escherichia coli (6) ATCC25922 0 0 3(Br)
Flavobacterium columnare (1) NCIMB2248 0 0 0
Lactococcus garvieae

capsulated (12) ATCC43921 12(Bk/R) 0 12(Bu)

non-capsulated (2) MT2055 2(W) 0 2(Bu)
L. lactis (1) ATCC19264 1(W) 1(W) 1(Bu)
L. raffinolactis (1) ATCC25916 0 0 (W)
Mycobacterium fortuiium (1) ATCC19709 0 0 0
Nocardia asteroids (1) ATCC3308 0 0 0
N. seriolae (1) ATCC43993 0 0 0
Photobacterium damselae ATCC33539 0 0 3(Bu)
subsp. damselae (10)
P. damselae subsp. piscicida (18) ATCC51736 0 0 0
P. leiognathi (2) ATCC25521 0 0 0
Pseudomonas aeruginosa (2) ATCC10145 0 0 2(Br)
P. anguilliseptica (1) NCIMB2248 0 0 0
Salmonella enteric (1) ATCC14028 0 0 0
Staphylococcus aureus (2) ATCC6538 0 2(W) 0
Sta. epidermidis (2) ATCC12228 0 2(W) 0
Streptococcus iniae (6) ATCC29178 0 0 6(Bu)
Str.mutans (1) ATCC33402 0 1(Bk) 1(Bu)
Vibrio aestuarianus (1) ATCC35048 0 0 0
V. alginolyticus (26) ATCC17749 0 0 0
V. anguillarum (5) ATCC19265 0 0 0
V. campbellii (1) ATCC25920 0 0 0
V. diazotrophicus (1) ATCC33466 0 0 1(Bu)
V. fluvialis (2) ATCC33809 2(W) 0 2(Bu)
V. furnissii (1) NCTC11218 1(W) 0 0
V. harveyi (6) ATCC14126 0 0 0
V. mimicus (1) ATCC33653 1(W) 0 1(Bu)
V. natriegens (1) ATCC14048 0 0 0
V. nereis (1) ATCC25917 0 0 0
V. parahaemolyticus (4) ATCC27969 0 0 1(Bu)
V. proteolyticus (1) ATCC15338 0 0 1(Bu)
V. salmonicida (1) ATCC43839 (W) 0 0
V. splendidus (1) ATCC33125 0 0 0
V. vulnificus (4) ATCC27562 0 0 1(Bu)

* ATCC: American Type Culture Collection ~ MT: FRS Marine Laboratory, Aberdeen, UK - NCIMB: National
Collection of Industrial, Marine and Food Bacteria, UK ~ NCTC: National Collection of Type Cultures, UK.
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